A multiple-scan high resolution mass spectrometer data system for the analysis of mixtures: the analysis of morphine in liver.
A high resolution mass spectrometer operating with a laboratory data system in multiple scan mode allows the generation of high resolution evaporation profiles for any m/z value. The system allows fast qualitative and quantitative analysis of components of complex mixtures. System performance is evaluated by analysis of morphine in liver samples; a precision of 15% at the 0.1 microgram g-1 level is obtainable on post-mortem samples.